Key indicators: single-crystal X-ray study; T = 120 K; mean (C-C) = 0.003 Å; R factor = 0.041; wR factor = 0.103; data-to-parameter ratio = 16.8.
In the title hydrated salt, C 16 H 12 Cl 2 N 3 + ÁCl À ÁH 2 O, there is a small twist in the cation as seen in the torsion angle linking the benzene ring to the rest of the molecule [171.96 (17) ]. In the crystal, the quinolinium H atom forms a hydrogen bond to the lattice water molecule, which also forms hydrogen bonds to two Cl À anions. Each Cl À ion also accepts a hydrogen bond from the hydrazine H atom. The three-dimensional architecture is also stabilized by -interactions between centrosymmetrically related quinoline residues [centroid-centroid distance = 3.5574 (11) Å ].
Related literature
For the biological activity, including anti-tubercular and antitumour activity, of compounds containing the quinolinyl nucleus, see: de Souza et al. (2009 ), Candea et al. (2009 ; Montenegro et al. (2011 Montenegro et al. ( , 2012 . For related structures, see: Howie et al. (2010) ; .
Experimental
Crystal data Table 1 Hydrogen-bond geometry (Å , ). 
Data collection: COLLECT (Hooft, 1998 ); cell refinement: DENZO (Otwinowski & Minor, 1997) and COLLECT; data reduction: DENZO and COLLECT; program(s) used to solve structure: SHELXS97 (Sheldrick, 2008 ); program(s) used to refine structure: SHELXL97 (Sheldrick, 2008) ; molecular graphics: ORTEP-3 (Farrugia, 1997) and DIAMOND (Brandenburg, 2006) ; software used to prepare material for publication: publCIF (Westrip, 2010) . (Montenegro et al., 2012) activities. Recently, we have focused attention on arylaldehyde 7-chloroquinoline-4-hydrazone derivatives (Candea et al., 2009; Montenegro et al., 2011) . Complementing synthetic studies are crystallographic investigations of the these hydrazones . In this connection, we now wish to report the crystal structure of the title hydrated salt, (I). There are a number of hydrogen-bonding interactions operating in the crystal structure of (I), Table 1 . The pyridinium-H forms a hydrogen bond to the water molecule which links two chloride anions via O-H···Cl interactions. Through a centre of inversion, an eight-membered {···HOH···Cl} 2 synthon is formed. Finally, the hydrazine-H atom forms a hydrogen bond to the chloride atom. The three-dimensional architecture is also stabilized by π-π interactions between centrosymmetrically related quinolinyl residues [centroid···centroid distance = 3.5574 (11) Å for symmetry operation: 1 -
The compound was prepared from 7-chloro-4-quinolinylhydrazone with 2,5-dimethoxybenzaldehyde (Montenegro et al., 2012) . The crystals used in the structure determination were grown from an ethanol solution of the compound.
Refinement
The C-bound H atoms were geometrically placed (C-H = 0.95 Å) and refined as riding with U iso (H) = 1.2U eq (C). The Nbound and O-bound H-atoms were located in a difference Fourier map and refined with a O-H = 0.84±0.01 Å [U iso (H) = 
Computing details
Data collection: COLLECT (Hooft, 1998 ); cell refinement: DENZO (Otwinowski & Minor, 1997) and COLLECT (Hooft, 1998) ; data reduction: DENZO (Otwinowski & Minor, 1997) and COLLECT (Hooft, 1998 ); program(s) used to solve structure: SHELXS97 (Sheldrick, 2008 ); program(s) used to refine structure: SHELXL97 (Sheldrick, 2008) ; molecular graphics: ORTEP-3 (Farrugia, 1997) and DIAMOND (Brandenburg, 2006) ; software used to prepare material for publication: publCIF (Westrip, 2010) .
Figure 1
The molecular structure showing the atom-labelling scheme and displacement ellipsoids at the 50% probability level. ) is used only for calculating R-factors(gt) etc. and is not relevant to the choice of reflections for refinement. R-factors based on F 2 are statistically about twice as large as those based on F, and R-factors based on ALL data will be even larger. 
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